Combining Excel Sheets for Data Analysis — Written July 21, 2020

Combining excel sheets is a useful tool for bioinformatics. This guide will show you how to
combine a gene list with a database and combine two sheets with multiple columns to pull-out
relevant data.

Combining gene lists with a database

1. Before you begin, make sure both your database and gene list Excel sheets are open.
Your database sheet should be formatted so that the data you are searching for is in
the first column. For example, | am interested in searching for gene symbols in the
database, so | made gene symbols column A.

2. Inanew excel sheet, copy and paste your gene list into column A. This first column
will be used to pull out pertinent data from a larger source.
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3. In column B type =VLOOKUP (or you can select VLOOKUP from the drop-down
menu). Select column A so that it becomes highlighted. The formula bar should now
read =VLOOKUP(A:A).
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4. Next, we will use our database excel sheet. Click the square icon in the left upper
corner to highlight the entire sheet. The formula bar should now read
=VLOOKUP(A:A, name of your database sheet)
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5. Return to your gene list excel sheet. Since | am interested in pulling out genes from
the gene list that are also in the database | will type ,1,0 in the formula bar so that it
now reads =VLOOKUP(A:A, name of your database sheet,1,0). The 1 represents the
first column in the database sheet. Hit enter/return.
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6. We will repeat this formula across row 2 to combine relevant information from the
database with our gene list. Copy the formula from column B and paste it in the
equation bar in the next box in column C.
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7. Since now we are interested in data from the second column in the database, we
will change 1,0 to 2,0 so that the formula bar reads =VLOOKUP(A:A, name of your
database sheet,2,0). Hit enter/return. Continue pasting the formula down the row,
adjusting for column number. If you aren’t interested in data from a specific column
of the database, you can skip that number in the formula. For example, let’s say
column 3 in the database contains species name and column 4 contains gene ID. If
we are interested in gene ID and not species name, we can make the formula
=VLOOKUP(A:A, name of your database sheet,4,0) so that species name is omitted
from our combined sheet.
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8. Once you have the formulas for all your columns of interest, highlight the formula
containing row. Click the black plus sign in the right lower corner of your selection
and drag until you reach the end of your gene list. This action will automatically copy
the formulas for each row.
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9. Now, information from the database is combined with your gene list. If a row in your
combined sheet says #N/A this may mean the information is not in the database (i.e.
the gene is not in the database). Always double check the database by using the find
tool in excel for your potential missing gene (control + F).



10. Once your combined sheet looks the way you like, select the sheet and copy it.
Control + click (or use the top menu go to edit>paste special) and select values only.
This will allow you to filter and sort your sheet.
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Combining sheets with multiple columns

1. Set up your data as before, with what you are searching for in column A. Below you
see my data. This time, instead of just a gene list comprised of one column, my data
has multiple columns.
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2. Inthe next free column (column D in this case) type =VLOOKUP (or you can select
VLOOKUP from the drop-down menu). Select column A so that it becomes
highlighted. The formula bar should now read =VLOOKUP(A:A).
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3. Next, we will use our database excel sheet. Click the square icon in the left upper
corner to highlight the entire sheet. The formula bar should now read
=VLOOKUP(A:A, name of your database sheet).
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4. Return to your data excel sheet. Since | am interested in pulling out genes from the
gene list that are also in the database | will type ,1,0 in the formula bar so that it
now reads =VLOOKUP(A:A, name of your database sheet,1,0). Hit enter/return.
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5. As before, copy and paste this equation down the row, substituting 1 for the
appropriate column number.
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6. Once you have the formulas for all your columns of interest, highlight the formula
containing row. Click the black plus sign in the right lower corner of your selection
and drag until you reach the end of your data. This action will automatically copy the
formulas for each row.
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7. Once your combined sheet looks the way you like select the sheet and copy it.
Control + click (or use the top menu and go to edit>paste special) and select values
only. This will allow you to filter and sort your sheet.
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If you have any questions or want clarification, please email me at sherfinski@marshall.edu



